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Clustering is a phenomenon that may emerge in multi-agent systems through self-
organization: groups arise consisting of agents with similar dynamic behaviour. It is
observed in ﬁelds ranging from the exact sciences to social and life sciences; consider
e.g. swarm behaviour of animals or social insects, dynamics of opinion formation,
or the synchronization (which corresponds to cluster formation in the phase space)
of coupled oscillators modelling brain or heart cells.
We consider a clustering model with a general network structure and saturating
interaction functions. We derive both necessary and suﬃcient conditions for clus-
tering behaviour of the model and we investigate the cluster structure for varying
coupling strength. Generically, each cluster asymptotically reaches a (relative) equi-
librium state. We discuss the relation of the model to swarming, and we explain
how the model equations naturally arise in a system of interconnected water basins.
We also indicate how the model applies to opinion formation dynamics.
Keywords: multi-agent systems, self-organization, clustering, swarming,
opinion formation
1. Introduction
The basic principles explaining the emergence of one (or several) clusters in multi-
agent systems, as documented in the literature, invariably adopt a simple model
for the behaviour of the agents.
Swarming models mostly focus on the collective behaviour and the cohesion of a
single cluster maintained by the attraction between the animals (or the alignment
of their velocities), in counterbalance with the repulsive interactions and/or the
drift induced by random walk behaviour (Mogilner et al. 2003, Gazi and Passino
2003, Vicsek et al. 1999).
Models for opinion formation often focus on consensus reaching (Hegselmann
and Krause 2002), i.e. the process of forming a single cluster of people agreeing
unanimously on a particular issue, or the coexistence of only two opposite opin-
ions, usually involving nearest neighbour interactions (Bordogna and Albano 2007,
Sznajd-Weron and Sznajd 2000). However, other models have been proposed that
produce multiple clusters with diﬀerent opinions as a general outcome (Deﬀuant
et al. 2002).
A particular type of clustering is observed in systems of coupled oscillators,
such as aggregations of ﬂashing ﬁreﬂies and coupled Josephson junction arrays
(Strogatz 2003). (The term clustering is then often replaced by synchronization or
entrainment.) One distinguishes between phase clustering and frequency clustering.
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The ﬁrst form (see e.g. (Okuda 1993, Golomb et al. 1992, Zanette and Mikhailov
2004)) is associated with networks of oscillators with identical natural frequencies.
(The natural frequency of an oscillator characterizes its behaviour in isolation, i.e.
without interaction with other oscillators.) Each cluster consists of oscillators with
(asymptotically) equal phases, with the number of diﬀerent clusters depending on
the interaction. For non-identical natural frequencies for which the diﬀerences are
suﬃciently small, it may still be possible to distinguish diﬀerent phase clusters (Tass
1997). Larger diﬀerences between the natural frequencies may induce oscillators
having diﬀerent long term average frequencies, resulting in frequency clustering
(Morelli et al. 2005, De Smet and Aeyels 2007): each cluster is characterized by the
long term average frequency of its members. For more details on both phenomena
and for examples of clustering in chaotic systems we refer to (Manrubia et al. 2004).
Due to the complexity and richness of the dynamics of some of these models,
analytical results are often hard to come by and restricted to the existence and
local stability properties of some of their solutions (Golomb et al. 1992, Tass 1997,
Aeyels and Rogge 2004), and exploration of the parameter space is usually done by
simulations (Gre´goire et al. 2003, Maistrenko et al. 2004).
In a previous paper (Aeyels and De Smet 2007, 2008) we introduced a simple
model for clustering, corresponding to a system of non-identical attracting agents.
It may be considered as a simpliﬁcation of the Kuramoto model of coupled os-
cillators (Kuramoto 1984) that retains its (frequency) clustering behaviour, while
exhibiting an increased potential for developing analytical results. Each agent has
an autonomous component — its natural velocity — and attracts other agents by
a saturating interaction function. The balance between autonomous behaviour and
attraction depends on the value of the coupling strength. For high values of the
coupling strength, distances between agents remain bounded, resulting in a single
cluster. For lower values several clusters arise; each cluster is characterized by the
common asymptotic velocity of its agents. When the coupling strength equals zero,
all agents move at their natural velocities. In contrast with many of the afore-
mentioned models, a thorough analysis is possible: we were able to analytically
characterize the cluster structure by a set of necessary and suﬃcient inequalities
in the model parameters, we showed that there exists a unique cluster structure
satisfying these inequalities for a given set of parameters and that the distances
between agents from the same cluster approach constant values.
In the last decade, researchers have introduced various network models repre-
senting links between agents in an attempt to reproduce some of the characteristics
of real life networks. Based on a few simple rules one is able to generate networks
representing collaborations between ﬁlm actors or scientists, links in the World
Wide Web, or social networks, called respectively small-world networks (Watts and
Strogatz 1998), scale-free networks (Baraba´si and Albert 1999), and community
networks (Jin et al. 2001). For an overview we refer to (Albert and Baraba´si 2002,
Newman 2003). An important characteristic of small-world networks and commu-
nity networks also involves the notion of ‘clustering’, of course with a diﬀerent
interpretation since no dynamics are associated to the nodes.
A question that naturally arises is how the behaviour of dynamical systems —
and in particular any emerging clustering behaviour — is aﬀected by the network
structure that deﬁnes the interactions. Research in this direction has mostly fo-
cused on synchronization in networks of coupled dynamical systems (in particular
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in systems of coupled oscillators) (Hong et al. 2002, Moreno and Pacheco 2004,
Jadbabaie et al. 2004, Li and Chen 2003). The present paper also ﬁts into this
research direction.
In this paper we show that the aforementioned results of (Aeyels and De Smet
2007, 2008) are not restricted to the all-to-all coupled case but can be extended
to more general interactions, with respect to both the interaction function and,
perhaps more importantly, with respect to the underlying network structure. To
illustrate the potential of the extended model we indicate how the model equations
naturally arise in a system of interconnected water basins (generalizing an example
discussed in (Aeyels and De Smet 2008)), and we illustrate its relevance in swarming
and opinion formation dynamics.
In the following sections we explain the model, we deﬁne the concept of cluster-
ing behaviour, and we calculate the asymptotic average cluster velocity. We then
present and discuss the results of this paper, and we provide an outline of the proofs.
In sections 7, 8 and 9 we show how the model applies to swarming, compartmental
systems and opinion formation respectively. For the detailed proofs of the analytical
results we refer to the electronic supplementary material.
2. The model
We consider the system described by the following diﬀerential equations.
x˙i(t) = bi + KAi
N∑
j=1
γjfij(xj(t)− xi(t)), ∀ i ∈ IN  {1, . . . , N}, (2.1)
with Ai, γj > 0, K ≥ 0, N > 1. For all i, j ∈ IN , the functions fij are non-
decreasing, Lipschitz continuous and satisfy
fji(ξ) = −fij(−ξ), ∀ ξ ∈ R,
lim
ξ→+∞
fij(ξ) = Fij , and thus lim
ξ→−∞
fij(ξ) = −Fji,
for some Fij ∈ R. (It follows that the functions fii (i ∈ IN ) are odd, and since
they are only evaluated in zero they play no role but are retained for notational
convenience.) The interval [−Fji, Fij ] covers the range of the interaction of agent j
with agent i. If both Fij and Fji are positive, then the interaction between agents
i and j will be attractive, except when the distance xj(t)− xi(t) between agents i
and j belongs to the interval between zero and f−1ij (0). The extent to which each
individual agent j tends to interact with other agents is represented by the weight
γj . The parameter Ai reﬂects the sensitivity of agent i to interactions with other
agents; K is the global coupling strength.
The conditions that K ≥ 0 and that the functions fij are non-decreasing are
important to be able to show that the clustering behaviour (deﬁned in the next
section) is independent of the initial condition. If these conditions are not satisﬁed,
some of the results presented in this paper may still partially hold (e.g. we suspect
that the system will still exhibit clustering behaviour), but independence of initial
conditions and uniqueness of the cluster structure for a given set of parameters
cannot be maintained.
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Since we can rewrite the system (2.1) in the form
x˙i(t) = bi + K
N∑
j=1
γjfij(xj(t)− xi(t)), ∀ i ∈ IN , (2.2)
by setting f ′ij  AifijAj (f ′ij retains the properties of fij), γ′j 
γj
Aj
(i, j ∈ IN ),
and then omitting the accents, we will only consider the system (2.2) for the math-
ematical analysis, corresponding to putting Ai = 1, for all i in IN .
The model in (Aeyels and De Smet 2007, 2008) corresponds to an all-to-all
interaction structure with γi = 1N and Ai = 1, for all i in IN , and where the
interaction functions fij are all equal to the same function f , which is assumed to
be odd, and reaches its saturation value:
f(x) = F, ∀x ≥ d,
for some F, d > 0. As is shown in the present paper, the results from (Aeyels and De
Smet 2007, 2008) can be generalized to the system (2.2). The generalization requires
a slightly amended deﬁnition of the notion of cluster structure, in comparison with
(Aeyels and De Smet 2007, 2008). The formulation of the conditions determining
a cluster structure also needs some adaptation. The proofs of the results tend to
be quite technical at places, mainly due to the general nature of the interactions.
In turn, however, new applications may now be envisaged, as will be illustrated in
sections 8 and 9.
3. Clustering behaviour
We consider the following deﬁnition of clustering behaviour of a solution x to (2.2)
with respect to a cluster structure G = (G1, . . . , GM ), representing an ordered set
partition of IN :
• The distances between agents in the same cluster remain bounded (i.e. |xi(t)− xj(t)|
is bounded for all i, j ∈ Gk, for any k ∈ IM , for t ≥ 0).
• For any D > 0 there exists a time after which the distances between agents
in diﬀerent clusters are at least D.
• The agents are ordered by their membership to a cluster: k < l ⇒ xi(t) <
xj(t), ∀ i ∈ Gk, ∀ j ∈ Gl, ∀ t ≥ T , for some T > 0.
This deﬁnition diﬀers slightly from the one in (Aeyels and De Smet 2007, 2008), but
the results from (Aeyels and De Smet 2007, 2008) remain valid with this modiﬁed
deﬁnition.
In (Aeyels and De Smet 2008) we show that there exist inequalities in the pa-
rameters of the model, which constitute a necessary and suﬃcient set of conditions
for clustering behaviour of all solutions of the all-to-all coupled model with equal
weights w.r.t. a given cluster structure (G1, . . . , GM ). We also show that for every
given set of parameters b ∈ RN , K ∈ R+ and F ∈ R+0 there exists a unique ordered
set partition (G1, . . . , GM ) of clusters satisfying these conditions, and that the in-
ternal behaviour of the clusters asymptotically reaches an equilibrium situation.
We will generalize these results to the model (2.2) (although, for convenience,
some non-generic cases are not included in the generalization).
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4. Asymptotic average cluster velocity
Set
ϕ(D)  K max
i∈IN
∑
j∈IN
γj max(Fij − fij(D), Fji − fji(D)).
(Notice that limD→+∞ ϕ(D) = 0.)
Consider a non-empty set G0 ⊂ IN . For a vector w ∈ RN we deﬁne 〈w〉G0 as
the weighted average of wi over G0, with weighting factors γi:
〈w〉G0 
∑
i∈G0 γiwi∑
i∈G0 γi
.
Because of the properties of the interaction functions fij , all internal interactions
(i.e. interactions between agents in G0) will cancel in the expression for 〈x˙(t)〉G0 .
Pick D > 0 and assume that, at some time instance t0, the agents in G0 are
separated by at least a distance D from all other agents (i.e. |xi(t0)− xj(t0)| ≥ D
whenever i ∈ G0 and j /∈ G0). Then the interaction of agent i in G0 with an
agent j not in G0 will deviate at most max(Fij − fij(D), Fji − fji(D)) from its
saturation value. Assume furthermore that at t0 each agent not belonging to G0
has an xi(t0)-value either smaller or larger than all xi(t0)-values of agents in G0.
Denote by G−0 , resp. G
+
0 , the set of agents with xi(t0)-values smaller, resp. larger,
than the xi(t0)-values of the agents in G0. Then for any i ∈ G0 it follows that∣∣∣∣∣∣x˙i(t0)− bi + K
∑
j∈G−0
γjFji −K
∑
j∈G0
γjfij(xj(t0)− xi(t0))−K
∑
j∈G+0
γjFij
∣∣∣∣∣∣
≤ ϕ(D),
and thus ∣∣〈x˙(t0)〉G0 − v˜(G−0 , G0, G+0 )∣∣ ≤ ϕ(D), (4.1)
where we deﬁne the function v˜ as
v˜(G−0 , G0, G
+
0 )  〈b〉G0 +
K∑
i∈G0 γi
∑
i∈G0
γi
∑
j∈G+0
γjFij −
∑
j∈G−0
γjFji
 ,
for all G−0 , G0, G
+
0 ⊂ IN with G0 non-empty.
For an ordered set partition G = (G1, . . . , GM ) of IN , let G<k denote
⋃
k′<k Gk′ ,
and let G>k 
⋃
k′>k Gk′ .
If the solution x exhibits clustering behaviour with respect to G = (G1, . . . , GM ),
then application of (4.1) with G0 = Gk, G−0 = G
<
k , and G
+
0 = G
>
k (for some
k ∈ IM ), and considering the limit D → +∞ (implying t0 → +∞ because of the
clustering behaviour), results in
lim
t→+∞〈x˙(t)〉Gk = v˜(G
<
k , Gk, G
>
k ).
In theorem 5.3 it is shown (for the generic case) that this is then also the asymptotic
velocity for each member of Gk.
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5. Results
We present our main results. The proof is outlined in the next section; the detailed
proofs are given in the electronic supplementary material.
(a) Necessary and suﬃcient conditions for clustering behaviour
For any set S, let P(S) denote the set of all ordered partitions of S in two
subsets, i.e.
P(S) = {(S1, S2) : S1, S2  S with S2 = S \ S1}.
Theorem 5.1. Let G = (G1, . . . , GM ) be an ordered set partition of IN . The
following set of inequalities is suﬃcient for clustering behaviour w.r.t. G of all
solutions of the system (2.2):
v˜(G<k , Gk, G
>
k ) < v˜(G
<
k+1, Gk+1, G
>
k+1), ∀ k ∈ IM−1, (5.1a)
v˜(G<k ∪Gk,1, Gk,2, G>k ) < v˜(G<k , Gk,1, G>k ∪Gk,2),
∀ (Gk,1, Gk,2) ∈ P(Gk),
∀ k ∈ IM .
(5.1b)
The following set of inequalities is necessary for clustering behaviour w.r.t. G of
all solutions of the system (2.2):
v˜(G<k , Gk, G
>
k ) ≤ v˜(G<k+1, Gk+1, G>k+1), ∀ k ∈ IM−1, (5.2a)
v˜(G<k ∪Gk,1, Gk,2, G>k ) ≤ v˜(G<k , Gk,1, G>k ∪Gk,2),
∀ (Gk,1, Gk,2) ∈ P(Gk),
∀ k ∈ IM .
(5.2b)
Remark 5.1. If the saturation values Fij are attained, i.e. if fij(ξ) = Fij for ξ
suﬃciently large, for all i, j ∈ IN , then the conditions (5.1a) and (5.2b) are necessary
and suﬃcient for clustering behaviour w.r.t. G of all solutions of the system (2.2).
This is easily shown by adaptation of the proof of theorem 5.1, given in the electronic
supplementary material; it encompasses a similar result in (Aeyels and De Smet
2007, 2008) for the case of all-to-all interaction. The conditions (5.1a) and (5.2b)
are not necessary and not suﬃcient in case saturation is not attained, as follows
from the example below.
Example 5.1. An example showing that in general (5.1) is not necessary and (5.2) is
not suﬃcient, is constructed as follows. Consider the system (2.2) with two agents,
with K = 1, b1 = −1 and b2 = 1, γ1 = γ2 = 1, and F12 = F21 = 1. Then (5.1) is
not satisﬁed for any cluster structure, while (5.2) is satisﬁed for both the cluster
structures ({1, 2}) and ({1}, {2}), since
v˜(∅, {1}, {2}) = 0 = v˜({1}, {2}, ∅).
Both ({1, 2}) and ({1}, {2}) are possible cluster structures, but which cluster struc-
ture characterizes the behaviour of (solutions of) the dynamical system cannot di-
rectly be derived from theorem 5.1. However, if the interaction function f12 reaches
its saturation value F12, then the above remark guarantees the emergence of the
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cluster structure ({1, 2}), as it satisﬁes the conditions (5.1a) and (5.2b). Indeed,
subtracting the system equations for agents 1 and 2 results in
x˙2(t)− x˙1(t) = 2− 2f12(x2(t)− x1(t)),
showing that the system will exhibit clustering behaviour, with agents 1 and 2
belonging to the same cluster if and only if f12 attains its saturation value F12 = 1
for ﬁnite values of its argument. The other cluster structure ({1}, {2}) emerges
when saturation is not reached.
(b) Clustering behaviour with varying coupling strength
Theorem 5.2. For every b ∈ RN and every matrix F ∈ (R)N×N with Fij +Fji ≥ 0
for all i, j ∈ IN , there exists a partition of R+ in a ﬁnite number of intervals, such
that each interval corresponds to a unique ordered set partition G of IN , for which
(5.1) holds for all K in the interior of this interval.
When (5.1) is satisﬁed for values of K in the interior of some interval, it follows
that (5.2) is satisﬁed for K in the closure of this interval. At the end points more
than one cluster structure will satisfy (5.2), and no cluster structures will satisfy
(5.1), as is illustrated by the example with two agents in the previous section.
Considering the relevance of theorem 5.2 for system (2.2), the conditions Fij +
Fji ≥ 0 are required for the existence of non-decreasing interaction functions fij
with saturation values −Fji and Fij . In the proof of theorem 5.2 the uniqueness
of the clustering behaviour with respect to initial conditions of solutions to (2.2)
guarantees the uniqueness of the cluster structure G for a given value of the coupling
strength. Without these conditions, the result remains valid (as follows from the
proof) except for the uniqueness of the cluster structure.
If all entries of F are non-negative and F is irreducible (i.e. for any partition
(G1, G2) ∈ P(IN ) there exist i ∈ G1 and j ∈ G2 with Fij = 0), then for large
K-values one can check that the cluster structure will be equal to a single set
containing the entire population, i.e. G = (IN ).
As an illustration of the varying cluster structure for diﬀerent ranges of K, ﬁgure
1 shows the long term average velocities vi  limt→∞ xi(t)/t (which are of course
equal for agents from the same cluster, and thus the vector v reﬂects the emerging
cluster structure) of the agents for varying coupling strength K, with γi = 16 , for
all i in I6, and
b =

−2.4
−2
−1
1
1.3
4
 , F =

0 1 1 0 1 1
1 0 1 0 1 1
1 1 0 0 1 1
0 0 0 0 1 1
1 1 1 1 0 1
1 1 1 1 1 0
 .
From this ﬁgure, the intervals for K and the corresponding cluster structures can
be inferred immediately. Notice that clusters may split up with increasing coupling
strength; a similar phenomenon can be observed in the all-to-all coupled Kuramoto
model (De Smet and Aeyels 2007).
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Figure 1. Asymptotic velocities vi for varying coupling strength K. The curve
corresponding to agent 4 is indicated in bold.
(c) Internal behaviour of the clusters
To investigate the internal behaviour of a cluster we will exclude interaction
functions that are constant in an inﬁnite number of disjunct intervals of non-zero
length; i.e. we only consider functions fij for which the set{
f˜ij ∈ R : |f−1ij ({f˜ij})| > 1
}
(with |S| denoting the number of elements of a set S) is ﬁnite. Furthermore not all,
but almost all values of b ∈ RN are allowed; for convenience the formulation of the
exact conditions under which theorem 5.3 is true is postponed to the proof.
Theorem 5.3. Consider the system (2.2) with interaction functions fij having a
ﬁnite number of function values f˜ij for which f−1ij ({f˜ij}) is an interval of non-zero
length. For almost all b ∈ RN the following is true:
If x is a solution with cluster structure G = (G1, . . . , GM ), then for each k ∈ IM ,
if i, j ∈ Gk,
lim
t→+∞(xi(t)− xj(t)) exists and is independent of x(0),
lim
t→+∞ x˙i(t) exists and equals v˜(G
<
k , Gk, G
>
k ).
The conditions on b are related to the conditions on the functions fij ; e.g. if all
functions fij are increasing on R, then theorem 5.3 holds for all b ∈ RN , as will be
clear from the proof.
The second result of the previous theorem (stating that the velocities of the
agents approach a constant value) is valid for all b ∈ RN , and for all interaction
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functions satisfying the conditions introduced in §2. (For a proof we refer to future
work (F. De Smet and D. Aeyels 2008, in preparation).)
To show that the ﬁrst result of the previous theorem does not always hold, we
present an example for which the distance between two agents from the same cluster
does not converge.
Example 5.2. We will construct an example with N = 5 and K = 1 where x4(t)−
x3(t) and x3(t) − x2(t) do not converge, although agents 2, 3 and 4 belong to the
same cluster. All weighting factors γi are set equal to 1. The vector b and the
matrices F and d (where dij  inf f−1ij ({Fij})) are chosen as
b =

−5
−2
0
2
5
 , F =

0 1 1 1 1
1 0 1 2 1
1 1 0 1 1
1 2 1 0 1
1 1 1 1 0
 , d =

−∞ 1 +∞ 1 1
1 −∞ 1 8 1
+∞ 1 −∞ 1 +∞
1 8 1 −∞ 1
1 1 +∞ 1 −∞
 .
The resulting cluster structure is G = ({1}, {2, 3, 4}, {5}), with asymptotic velocities
respectively −1, 0, and 1, as can be veriﬁed by application of theorem 5.1, since G
satisﬁes (5.1).
All functions fij (i = j), except for {i, j} ∈ {{1, 3}, {3, 5}, {2, 4}}, are set equal
to f∗, with
f∗(ξ) 
{
ξ
|ξ| , |ξ| ≥ 1;
ξ, |ξ| ≤ 1.
Furthermore
f24(ξ) = f42(ξ) = 2f∗( ξ8 ) =
{
2 ξ|ξ| , |ξ| ≥ 8;
ξ
4 , |ξ| ≤ 8.
The idea is that, for a well-chosen initial condition, x2 and x4 remain ﬁxed at
−2 and 2 respectively, with agent 3 in between, and agents 1 and 5 going to −∞
and +∞ respectively, and with all agents separated by at least 1 for all t ≥ t0
(t0 > 0 yet to be deﬁned). Consequently all interactions are saturated, except for
the interaction between agents 1 and 3, the interaction between agents 3 and 5,
and the interaction between agents 2 and 4. In general the asymptotic relative
positions of the agents in a cluster are determined by the internal interactions and
the saturation values of external interactions. However, in the present example the
interaction between agents 2 and 3 and the interaction between agents 3 and 4
are saturated, and the saturation values of the interactions of 1 and 5 on 3 cancel.
Consequently, the relative position of agent 3 within the cluster {2, 3, 4} depends on
the initial condition and on the way the interaction functions f13 and f35 approach
their saturation values F13 and F35. The dependence on the initial condition already
shows that the result of theorem 5.3 does not hold; we will also choose f13 and f35
appropriately to construct a solution to (2.2) for which x3(t) returns inﬁnitely many
times to both −1 and 1, and therefore there is no convergence of x4(t)− x3(t) and
x3(t)− x2(t).
The (asymptotic) relative position of agents 2 and 4 is determined by the choice
for the function f24, which guarantees that if x4(t)− x2(t) equals 4 for t = t0, then
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it remains equal to 4 for t > t0. Although this choice for f24 is not necessary and we
could have chosen f24 equal to the function f∗, it makes sure that (5.1) is satisﬁed
for the cluster structure G, showing that this non-generic situation, with distances
between agents from the same cluster not converging to a value independent of the
initial condition, is not necessarily related to the non-generic situation where (5.2)
is satisﬁed with at least one equality (and therefore (5.1) is not satisﬁed).
With the interactions between agents 2 and 3 and agents 3 and 4 saturated, the
behaviour of agent 3 satisﬁes
x˙3(t) = f31(x1(t)− x3(t)) + f35(x5(t)− x3(t)),
for all t ≥ t0. For t suﬃciently large we can assume that x3(t)− x1(t) and x5(t)−
x3(t) are increasing in t (as their derivatives approach 1), and therefore f31(x1(t)−
x3(t)) is non-increasing, and f35(x5(t) − x3(t)) is non-decreasing in t. In a ﬁrst
attempt, we can choose f31 and f35 piecewise constant, such that f31(x1(t)−x3(t))
and f35(x5(t)− x3(t)) are non-increasing, resp. non-decreasing, and approach their
saturation values of −1, resp. 1. When x3(t) equals 1, the ﬁrst term is decreased
such that x˙3(t) < 0; when x3(t) equals −1, the second term is increased such
that x˙3(t) > 0. This results in x3(t) repeatedly going from −1 to 1 and from 1 to
−1. Since f31 and f35 approach their saturation values, the derivative x˙3(t) will
approach zero, and the time needed for x3(t) to cross the interval [−1, 1] will grow
unbounded.
In order to obtain a simple expression for x3(t), we will consider other interaction
functions f31 and f35 than those proposed in the previous paragraph, with the result
based on the same underlying principle. We postulate a deviation for f31(x1(t) −
x3(t)) and f35(x5(t) − x3(t)) from their saturation values −1 and 1 of the order
O(1/t) for large t-values, and we consider the following behaviour for agent 3:
x3(t) = sin(ln(t)), for t ≥ t0.
(Another option would be to consider x3(t) = sin(tα), with α ∈ (0, 1), based on a
deviation for f31(x1(t)− x3(t)) and f35(x5(t)− x3(t)) from their saturation values
of the order O(1/t1−α).) As a result we require that
x˙3(t) = f31(x1(t)− x3(t)) + f35(x5(t)− x3(t)) = cos(ln(t))
t
,
for all t ≥ t0. For t suﬃciently large we can assume that x3(t)−x1(t) and x5(t)−x3(t)
are increasing in t (as their derivatives approach 1), and we can put forward the
following expressions
f31(x1(t)− x3(t)) = −1 + C
t
, (5.3a)
f35(x5(t)− x3(t)) = 1− C
t
+
cos(ln(t))
t
, (5.3b)
for t ≥ t0, where C ≥ 0 is to be chosen such that the right hand sides are non-
increasing, resp. non-decreasing, in t. As the right hand side of (5.3a) is obviously
non-increasing in t, we consider the derivative of the right hand side of (5.3b) to t
and demand that
1
t2
(C − cos(ln(t))− sin(ln(t))) ≥ 0,
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for all t ≥ t0. We therefore set C 
√
2 (since cosα + sinα =
√
2 sin(α + π4 )) and
we derive that for a well-chosen initial condition
x1(t) = −2− t−
√
2 ln(t),
x2(t) = −2,
x3(t) = sin(ln(t)),
x4(t) = 2,
x5(t) = 2 + t +
√
2 ln(t)− sin(ln(t)),
for all t ≥ t0. To meet the requirements that the arguments of f31 and f35 in (5.3)
are decreasing, resp. increasing, and that all agents are separated over at least 1, we
set t0  1. The continuation for the undeﬁned parts of f31 and f35 is not important,
as long as the functions are non-decreasing and approach their saturation values.
For this solution, the velocities of all agents approach a constant value, but the
diﬀerences x3(t)− x2(t) and x4(t)− x3(t) do not converge.
6. Outline of the proofs
This section describes the main arguments underpinning the results claimed in
the previous section. For full mathematical details one is referred to the electronic
supplementary material.
(a) Theorem 5.1
The characteristics of the interaction play a key role in the proof of theorem 5.1.
Because of the anti-symmetry properties of the functions fij , all internal interac-
tions (i.e. interactions between agents in the same cluster) cancel when calculating
the velocity of the ‘centre of mass’ (weighted with the parameters γi) of a cluster,
similar to the cancellation of internal interactions in mechanics. The saturation of
the interaction functions implies that the interactions between agents from diﬀer-
ent clusters can be approximated by their saturation values whenever the agents
involved are separated by a suﬃciently large distance.
These properties lead to the aforementioned conclusion that for a solution x
exhibiting clustering behaviour with respect to G = (G1, . . . , GM ), the asymptotic
average cluster velocity only depends on the functions fij through their saturation
values Fij as follows:
lim
t→+∞〈x˙(t)〉Gk = v˜(G
<
k , Gk, G
>
k ),
for all k ∈ IM .
Applying this formula under the assumption of clustering behaviour leads to
the approximation
〈x˙(t)〉Gk+1 − 〈x˙(t)〉Gk ≈ v˜(G<k+1, Gk+1, G>k+1)− v˜(G<k , Gk, G>k ),
for t suﬃciently large, and the ordering of the agents and distances growing un-
bounded with time for agents in diﬀerent clusters then leads to the conditions
(5.2a). Since the functions fij are non-decreasing, one similarly derives that
〈x˙(t)〉Gk,2 − 〈x˙(t)〉Gk,1  v˜(G<k ∪Gk,1, Gk,2, G>k )− v˜(G<k , Gk,1, G>k ∪Gk,2)
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(with  meaning that the right hand side is an approximative lower bound of the
left hand side), for any two subsets Gk,1 and Gk,2 partitioning Gk. Since distances
between agents from the same cluster remain bounded, this leads to the conditions
(5.2b). This implies the necessity of the inequalities (5.2) for the existence of a
solution of (2.2) satisfying clustering behaviour.
For the proof of suﬃciency of the conditions (5.1), the main idea is based on
the construction of a trapping region R for solutions of (2.2): any solution starting
in R remains in R for all later time instances. The trapping region R incorporates
both a bounded distance between agents of the same cluster, and a minimal sepa-
ration of agents from diﬀerent clusters. The proof that R (deﬁned in the electronic
supplementary material) is a trapping region is based on similar expressions as in
the previous paragraph in combination with the inequalities (5.1). From the prop-
erties of R it then easily follows that any solution x starting in R satisﬁes clustering
behaviour (with T = 0, and the clusters equal to the sets Gk).
Any other solution xˆ of (2.2) will exhibit the same clustering behaviour (i.e.
identical clusters, possibly a diﬀerent value for T ). This follows by observing that
we can introduce a modiﬁed square distance in the state space RN between x and
xˆ that is non-increasing in time, due to the monotonicity of the functions fij :
d
dt
(
N∑
i=1
γi(xi(t)− xˆi(t))2
)
≤ 0.
It follows that xi(t)− xˆi(t) remains bounded for all i in IN , and therefore x and xˆ
exhibit the same clustering behaviour.
(b) Theorem 5.2
The relation between the cluster structure and the corresponding intervals for
the coupling strength is investigated as follows. The cluster structure G = ({1}, . . . , {N})
satisﬁes the conditions (5.2) for K = 0, and therefore also for values of K in some
interval [0,Kt] (with Kt ≥ 0; if Kt = 0, then (5.2) is satisﬁed for K = 0 only —
ignoring negative values for K). When K increases, transitions to a diﬀerent clus-
ter structure will take place each time one of the inequalities in (5.2) becomes an
equality. At the transition value Kt, a new cluster structure can be constructed that
satisﬁes (5.2) for values of K in some interval [Kt,K ′t] (with Kt < K
′
t). If one of the
inequalities in (5.2a) becomes an equality at Kt, then the corresponding clusters
Gk and Gk+1 will merge and form a new cluster. If one of the inequalities in (5.2b)
becomes an equality at Kt, then the cluster Gk will split in two new clusters Gk,1
and Gk,2 corresponding to the two subsets involved in the equality. (The calcula-
tions showing that this new cluster structure satisﬁes (5.2) for K in [Kt,K ′t] may
be tedious, but they are quite straightforward.) Repeating this procedure we ob-
tain intervals for the coupling strength K, each associated with a particular cluster
structure satisfying (5.2) in this interval, and therefore satisfying (5.1) in the inte-
rior of this interval. The uniqueness of the cluster structures follows from theorem
5.1.
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(c) Theorem 5.3
To investigate the internal behaviour of a cluster Gk, k ∈ IM , we consider
the subsystem that corresponds to the agents in this cluster, with their position
relative to the average position of the agents in Gk, and where the interaction
with any agent from another cluster is modelled as the sum of the corresponding
saturation value and a time-varying deviation that tends to zero for large t, because
of the clustering behaviour. By introducing a Lyapunov function it is possible to
show that the solution of this subsystem approaches a unique equilibrium point,
and therefore that distances between agents from the same cluster will approach
a constant value, independent of the initial condition, and that the velocity of an
agent converges to the asymptotic average cluster velocity.
7. Swarming
As mentioned before, most swarming models focus on the collective behaviour of
a species and their cohesion as a single cluster. This may be ensured by imposing
periodic or reﬂective boundary conditions on a bounded region (Cziro´k and Vicsek
2000), or by including attractive interactions (Mogilner et al. 2003, Gazi and Passino
2003). The attraction may decay to zero with increasing mutual distance while
still maintaining a coherent cluster (unless it equals zero from some distance on,
as in (Cziro´k et al. 1996)). The size of the population deﬁning a coherent group
motivates the short range attraction; indeed, swarms such as schools of ﬁsh may
consist of several thousands to a million individual animals (Camazine et al. 2003).
The attraction counteracts the propensity to diverge due to either repulsive terms
(Mogilner et al. 2003) or drift induced by random walk behaviour (often modelled
by inserting a white noise term in the system equations (Mikhailov and Zanette
1999)), or both.
In the following paragraphs we will explain how the model (2.1) may be useful
as a model for swarming. For simplicity we may think of a group of larger land
mammals, such as a herd of grazing ungulates.
Since in the model (2.1) the behaviour of an agent is restricted to one dimension,
we interpret its dynamics in applications to swarming as reﬂecting the behaviour
along one direction, thus providing qualitative and not quantitative information.
(An extension of the model and some of the results to a multi-dimensional state-
space for each agent is possible (De Smet and Aeyels 2008a), but here we focus on
the one-dimensional case.)
Other diﬀerences between (2.1) and most swarming models described in the lit-
erature concern the range of the attraction and the incorporation of the propensity
to diverge. In the current model, the range of the attraction is not limited, which
for small herds may be a reasonable assumption. Furthermore, the model makes it
possible to restrict interactions according to a given network structure, which could
be of interest where interaction refers to e.g. kinship.
We now discuss the propensity to diverge, represented by the autonomous com-
ponents bi. They may be interpreted as individual preferences, or as (short term)
average velocities resulting from generalized random walk behaviour (with a contin-
uous range for its increments) due to e.g. external inﬂuences. In the latter case, bi
is time-varying on a large time scale with the cluster structure varying accordingly.
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Assuming that the clusters develop suﬃciently fast, it is possible to observe the
cluster structure before another cluster structure emerges. Although, considered on
a small time scale, multiple clusters will emerge, they will not persist. The long
term average values for bi are small in absolute value (because of the random walk
behaviour, bi is of the order 1/
√
t, with t denoting time), and (for most time in-
stances) these long term average values will satisfy the conditions (5.1) for a cluster
structure consisting of a single cluster, i.e. G = (IN ). Therefore, the behaviour of
the animals will roughly correspond to a single cluster on a larger scale. Animals
may drift oﬀ to graze further away, but due to the continuous change in cluster
structure, they will, on a large scale, form a single cluster; this cluster may not be
bounded since some members of the group may continue to wander oﬀ in time. (The
resulting time-variant model and associated results will be investigated in detail in
future work (De Smet and Aeyels 2008b).)
(a) Simulations of the all-to-all coupled model
In our initial simulations we consider the model from (Aeyels and De Smet
2007, 2008), i.e. the system (2.1) with an all-to-all interaction structure, γi = 1N
and Ai = 1, for all i in IN , and with the interaction functions fij all equal to
the same function f , which is odd, and has a saturation value denoted by F . The
function f is linear in the interval [−2, 2] (in m), with slope F/2. We set N = 10,
K = 2m/s and F = 1. For all simulations with K = 2m/s we use the Euler
method with a time step equal to 1 s. Trial showed that smaller time steps were not
necessary. The animals start from a single cluster at the position zero: xi(0) = 0
for all i ∈ IN .
In a ﬁrst simulation we highlight the emergence of various cluster structures
with varying bi-values by keeping the bi-values constant during ﬁxed time intervals,
allowing us to observe the development of the clusters as predicted by the analytical
results. The bi-values are chosen randomly from a Gaussian distribution with zero
mean and standard deviation 1m/s. They are piecewise constant in time: they
are assigned (independently of previous values) every 500 seconds. Given that the
interaction function f reaches its saturation value for a distance between interacting
animals equal to 2m, and that the velocities bi are of the order 1m/s, we can expect
that the time needed for the formation of the clusters is much smaller than the time
scale on which the bi-values vary.
A simulation showing the position of the animals in time is given in ﬁgure 2(a):
the emerging cluster structures can be clearly identiﬁed. Given the abrupt changes
in position following each discontinuity in bi this scenario is unrealistic, except
perhaps when modelling the sudden appearance of a predator.
To generate a more natural behaviour in time, in a second simulation (shown in
ﬁgure 2(b)) the bi-values are smoother, obtained by sending white noise through a
low-pass ﬁlter, implemented by the following diﬀerence equation in the simulations
with a time step of 1 s (with n denoting the step number in the Euler integration
scheme):
bi(n + 1) = 0.998bi(n) + 0.06Xi(n). (7.1)
The random variable Xi(n) is chosen (each second) from a Gaussian distribution
with zero mean and standard deviation 1m/s. The initial value bi(0) is drawn ran-
domly from the same Gaussian distribution. The cut-oﬀ frequency of the ﬁlter is
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1/500Hz, causing a substantial reduction of frequency components with a period
smaller than 500 s. The ﬁlter dynamics imposed on bi result in a Gaussian distri-
bution for bi(n) (as bi(n + 1) is a linear combination of bi(n) and Xi(n), which
are mutually independent Gaussian random variables). The resulting behaviour,
as shown in ﬁgure 2(b), is more natural with respect to the evolution of the clus-
ter structure. Several simulations with the same parameters indicate that a central
cluster can be distinguished, containing animals with smaller bi-values (in absolute
value). Individual animals or smaller groups, characterized by (temporarily) more
extreme bi-values, occasionally drift oﬀ, returning to the main herd later on.
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Figure 2. Time evolution of the position of the animals for a simulation of the all-to-all
coupled model with N = 10, and piecewise constant bi-values (ﬁgure (a)) or smooth
bi-values (ﬁgure (b)).
(b) Simulations with a random network structure
In the next simulations we consider N = 50 animals, and we abandon the all-
to-all interaction structure, but keeping K = 2m/s and Ai = 1, for all i in IN .
First we choose the network structure for the interactions as a random graph,
with each possible edge being selected independently with probability 1/5. The
weighting factors are adjusted accordingly, to keep the total attraction experienced
by an animal on average equal to the value from the previous simulations: γi = 5N ,
for all i in IN . The interaction functions fij are either equal to zero (if there is
no link in the interaction network), or equal to the same function f as described
before, with saturation value F = 1. The results of a simulation with smooth bi-
values (generated as in the previous simulation) are shown in ﬁgure 3.
Again a central cluster can be distinguished, with individual animals or smaller
groups drifting oﬀ and returning to the main herd later on.
(c) Simulations with a nearest neighbour network structure
As mentioned before, biological models usually consider short range interactions.
In the model (2.1) this may be reﬂected, without changing the characteristics of
the interaction functions, by adopting a nearest neighbour network structure. The
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Figure 3. Time evolution of the position of the animals for a simulation of (2.1) with a
random network structure, N = 50, and smooth bi-values. Figure (b) follows from zooming
into a region of ﬁgure (a).
network structure is then no longer constant, but is updated each time the order of
the xi(t)-values changes. We choose a network structure where each animal interacts
with its three nearest neighbours on each side (or less if there are less than three
neighbours on one side). We adjust the weighting factors accordingly: γi = 16 , for
all i in IN (for convenience no exceptions are made for animals interacting with
less than six neighbours). The result is shown in ﬁgure 4(a), and indicates that the
interaction is insuﬃcient for the development of clusters.
We therefore increase the coupling strength K to 6m/s, resulting in ﬁgure 4(b).
The simulation time step is decreased to 0.2 s. However, bi(n) is still updated each
second according to (7.1) — with bi kept constant between updates — to facilitate
a comparison with the previous simulations. In ﬁgure 4(b) one clearly notices the
emergence of several clusters on a small spatial scale, which due to the time-variance
of the bi-values and corresponding cluster structure, constitute a single cluster on
a large scale. As opposed to the behaviour in previous simulations (ﬁgures 2(b)
and 3), this single cluster is not built around a central herd, but consists of several
smaller clusters of similar size.
For comparison, the simulation with a random graph is repeated with K = 6m/s
(and again a time step of 0.2 s), resulting in ﬁgure 5. Here the increase in coupling
strength leads to a single cluster containing all animals, with almost no animals
drifting oﬀ.
8. Compartmental systems
To illustrate the relation of the proposed clustering model with compartmental sys-
tems we will focus on a system of interconnected water basins with arbitrary con-
nection structure. In (Aeyels and De Smet 2008) we considered a similar example,
restricted to the all-to-all coupled case. For completeness we will again introduce
and discuss the relation between the physical system and the clustering model, but
now having an arbitrary network structure in mind.
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Figure 4. Time evolution of the position of the animals for a simulation of (2.1) with a
nearest neighbour network structure, N = 50, smooth bi-values, and K = 2m/s (ﬁgure
(a)) or K = 6m/s (ﬁgure (b)).
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Figure 5. Time evolution of the position of the animals for a simulation of (2.1) with a
random network structure, N = 50, smooth bi-values, and K = 6m/s.
(a) Interconnected water basins
We consider N separate basins connected by pipes, each basin furthermore sub-
ject to either a constant external inﬂow or outﬂow of water. For laminar ﬂow through
a pipe connecting two basins, the ﬂuid velocity is proportional to the pressure diﬀer-
ence (Hagen–Poiseuille law). For larger velocities the ﬂow becomes turbulent and
the relation between velocity and pressure diﬀerence is described by the Darcy–
Weisbach equation (Plapp 1968):
∆p = λ
L
D
ρv2
2
,
with ∆p the pressure diﬀerence, L and D length and diameter of the pipe, ρ the
ﬂuid density, v the mean ﬂuid velocity (i.e. the ratio of the volume ﬂow rate and the
cross-section area), and λ the friction factor. Although the friction factor depends
on the Reynolds number (which is proportional to the ﬂuid velocity) its variation
is small for large values of the Reynolds number. We will approximate the resulting
relation (v(∆p) ∼ ±√|∆p|) by a saturating function, keeping in mind that the ﬂow
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rate cannot grow unbounded (because of the ﬁnite basin heights and ﬁnite resulting
pressures). In other words, we assume that the pipes have a maximal throughput,
which may depend on the direction of the ﬂow, and is denoted by Fij for the
pipe connecting basin i and j in the direction from j to i, and Fji for the other
direction. Representing the water height of basin i by xi, the pressure diﬀerence
between basins i and j will be proportional to xj − xi, and thus the volume ﬂow
rate through the connecting pipe can be represented by fij(xj−xi). The absence of
a pipe between basins i and j corresponds to setting the corresponding saturation
values Fij and Fji equal to zero.
Denoting the inﬂow for basin i by Qi and its surface area — which we assume
to be water level independent — by Si, one derives
x˙i =
Qi
Si
+
1
Si
∑
j∈IN
fij(xj − xi), ∀ i ∈ IN ,
which is the model (2.1) with K = 1, bi = QiSi , γi = 1, and Ai =
1
Si
for all i.
The dynamics will exhibit clustering behaviour as predicted by our analysis, in
the sense that the water level heights of some of the basins will (asymptotically)
increase/decrease with the same velocity. The velocity vk associated with cluster
Gk can be calculated as
vk =
1∑
i∈Gk Si
∑
i∈Gk
Qi + ∑
k′>k
∑
j∈Gk′
Fij −
∑
k′<k
∑
j∈Gk′
Fji
 .
It is clear that the model is valid as long as the basins do not overﬂow and all
pipes remain below the water level of the basins they connect. We assume that the
basins and initial water level heights are such that these conditions are satisﬁed
during the transient behaviour. As explained in the next paragraph, this implies
that we can derive the behaviour of the physical system (with respect to overﬂowing
basins, or basins running empty) from the cluster structure of the mathematical
model and the corresponding long term velocities vk.
The problem we are interested in is to check whether a network of basins is prone
to ﬂooding, i.e. one requires vk ≤ 0 for all clusters Gk. Assume from now on that
the total external inﬂow equals the total external outﬂow. When for this case the
dynamical behaviour of the model reveals the existence of more than one cluster,
there would be at least one cluster Gk corresponding to ﬂooding, with a positive
value for vk. Basins will overﬂow and after some time the model will no longer
represent the physical situation. However, the model (2.1) continues to be useful
for investigating compartmental systems and revealing problematic situations with
respect to ﬂooding. Indeed, a simulation of the mathematical model, although only
valid in a ﬁnite time interval, may reveal in its long term behaviour the existence
of multiple clusters: the overﬂowing basins in the real world system correspond to
the clusters with a positive vk.
For a solution with two clusters G1 and G2 (with v1 negative and v2 positive),
the interpretation of the corresponding inequality (5.1a) is that the production in
the basins belonging to G2 cannot be transported to the basins belonging to G1 by
their interconnections.
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Under the assumption of balanced in- and outﬂow, a solution with a single
cluster G1 = IN , has a corresponding velocity equal to v1 =
P
i∈G1 QiP
i∈G1 Si
= 0. This is
a case where no ﬂooding will occur, no basins will run empty, and the model will
remain valid for all positive time, with each xi approaching a constant value.
As an illustration, consider a conﬁguration of N = 10 basins all having the same
surface area Si = 1, implying that bi = Qi. (For simplicity we will omit units.) The
vector b containing the bi-values is given by
b =
[−5 4 1 −2 −3 0 6 −3 0 2]T .
(Notice that the net inﬂow in the conﬁguration is zero.) The pipes all have a maxi-
mal throughput equal to 2 (in both directions) and are connected in a ring structure,
as shown in ﬁgure 6(a). A simulation (ﬁgure 7(a)) reveals that this interconnection
structure is not able to prevent basins from overﬂowing (i.e. there are diﬀerent
clusters and at least one of them has a positive velocity). Notice that any simula-
tion with arbitrary initial condition will settle into the same cluster structure, as is
shown in the proof of theorem 5.1. The objective is to alter the connection structure
by adding a minimal number of pipes (of maximal throughput 2) in order to avoid
ﬂooding, i.e. in order to obtain a single cluster at zero velocity.
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Figure 6. Interconnection structure.
Figure 7(a) shows that there are 6 diﬀerent clusters: G1 = {1}, G2 = {4, 5},
G3 = {8, 9, 10}, G4 = {6}, G5 = {2, 3}, G6 = {7}. Adding an extra pipe will not
aﬀect the velocity of the cluster with largest (resp. smallest) vk unless the pipe is
connected to one of the basins in this cluster. Therefore if one extra connection
would be suﬃcient it would have to connect basins 1 and 7. A simulation with
this extra connection results in 3 clusters: G′1 = {4, 5}, G′2 = {1, 6, 7, 8, 9, 10},
G′3 = {2, 3} (see ﬁgure 7(b)), implying that we still need (at least) one extra
connection between a basin from G′1 and a basin from G
′
3. Simulations show that
any extra connection between either 4 or 5 and 2 or 3 lead to one cluster at zero
velocity, solving the problem. A possible solution is shown in ﬁgure 6(b).
This example shows that the model (2.1) is useful for the analysis of compart-
mental systems and in suggesting solutions to associated problems.
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Figure 7. Compartmental systems: Figure (a) shows the time evolution of the xi resulting
from the initial conﬁguration. Figure (b) shows the time evolution of the xi when an extra
pipe is added between basins 1 and 7.
(b) Other examples
Other applications of compartmental systems may require speciﬁc adaptations
of the model and may suggest extensions.
• Consider a system of lakes interconnected by rivers or channels, for which
the lakes, rivers and channels are not allowed to overﬂow. The volume ﬂow
of rivers emanating from artiﬁcial lakes can be controlled, and accordingly
one can prevent them from ﬂooding. The main objective is then to avoid
the reservoirs from overﬂowing. Rivers emanating from natural lakes have no
control mechanism to restrict the water supply to their maximal throughput,
imposing a second objective of preventing the rivers from overﬂowing. In both
cases the volume ﬂow rate of a river ﬂowing from one lake to another will not
be a mere function of the water level diﬀerence between the lakes (for natural
lakes the volume ﬂow rate mainly depends on the absolute water level height
of the lake), and the model (2.1) will not be able to describe the behaviour
of the water level heights. However, the inequalities (5.2b) express that the
capacity of the channels and rivers has to be suﬃciently large for transporting
the water excess out of (the lakes in) regions with a positive net supply rate.
Therefore these inequalities are necessary to prevent ﬂooding. They can be
checked directly or by simulation of the diﬀerential equations (2.1). To obtain
a set of suﬃcient conditions for ﬂood prevention, additional conditions (e.g.
to include directionality of connections or expressing that rivers should not
overﬂow) need to be included.
• A major issue regarding road traﬃc is to avoid congestions. Diﬀerent regions
can be considered as compartments interconnected by highways which have
limited transport capacities. Again the expression for the ﬂow rate needs to
be modiﬁed, but the main property — the saturation — still holds. Regarding
regular traﬃc the model will need to incorporate the fact that cars are not
interchangeable since each driver has its own destination. This aspect can be
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neglected in special cases (e.g. in the holiday season) where there is a common
destination for the majority of the drivers and then the remark on necessity
of the inequalities in the previous item still applies.
9. Opinion formation
We represent opinions on a particular matter by real numbers, with zero correspond-
ing to a neutral position. We consider N individuals taking part in a meeting; each
individual has his own opinion on the issue on the agenda, which may evolve in time
due to discussion with the other members. Since opinions cannot grow unbounded,
xi in (2.1) is not an appropriate quantity to represent an opinion. Instead we will
take the derivatives yi = x˙i as a measure of someone’s opinion. The equations for yi
can be written as (assuming xi(0) = 0, ∀ i ∈ IN , without loss of generality regarding
the long term behaviour)
yi(t) = bi +
KAi∑
j∈IN γjFij
∑
j∈IN
γjfij
(∫ t
0
(yj(t′)− yi(t′))dt′
)
, (9.1)
∀ i ∈ IN , where we have redeﬁned the sensitivity factors Ai to explicitly include
a normalization of the interaction, such that each agent’s opinion deviates at
most KAi from its a priori value bi (corresponding to ‘no discussion’). With yi(t)
representing the opinion of agent i at time t, the absolute value of the integral∫ t
0
(yj(t′) − yi(t′))dt′ may reﬂect the level of disagreement accumulated over time,
or the amount of discussions taking place between agents i and j, proportional with
time and with diﬀerence in opinion. We assume that all Fij are non-negative, and
that fij(0) = 0 for all i, j ∈ IN ; interactions are attractive and take place only if
there is discussion.
In general everyone starts with his own opinion bi, while with time and through
interaction, diﬀerent groups are formed, each group characterized by a ﬁnal opinion
vi obtained through discussion. The pressure to reach a decision, or the tendency
to adapt one’s opinion by paying attention to each other’s arguments is reﬂected
by the coupling strength K.
In ﬁgure 8(a) we show the evolution of the opinions vi eventually reached as
a function of K. (The other parameters are left unchanged.) The vi-values were
calculated by means of an algorithm based on the inequalities (5.1), not by a simu-
lation of the integral equation (9.1). We considered 100 agents with bi chosen from a
Gaussian distribution with zero mean and standard deviation one. The parameters
Ai, γi, and Fij (i = j) were all taken equal to one. Notice a steady convergence
to complete agreement as a function of K. In ﬁgure 8(b) the time evolution of the
opinions yi for K = 1.5, as obtained by numerical integration of the mathematical
model, is shown.
In a second simulation (ﬁgure 8(c)) we kept the same parameters bi, but the
values for Ai and γi were changed to account for the fact that people with extreme
opinions are reluctant to change their point of view (smaller Ai) while making more
eﬀorts to persuade other people (larger γi). Also Fij decreases with increasing values
of |bj − bi|, reﬂecting the idea that people tend to pay more attention to people
with similar opinions:
γi = 1 + 2b2i , (9.2)
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Figure 8. Opinion formation: Figures (a) and (c) show the opinions vi as a function of the
coupling strength K. Figures (b) and (d) show the time evolution for a constant K (1.5
and 15 respectively). For ﬁgures (a) and (b) the parameters Ai, γi and Fij are all equal
to one (except Fii = 0, ∀ i ∈ IN ), for ﬁgures (c) and (d) the parameter values are given
by equations (9.2) to (9.4) (except again Fii = 0, ∀ i ∈ IN ).
Ai =
1
1 + b2i
, (9.3)
Fij = exp(−2|bj − bi|). (9.4)
In ﬁgure 8(d) we show the time evolution of the yi for K = 15, again obtained by
numerical integration. (For the numerical integration in ﬁgures 8(b) and 8(d) the
Euler method was used with a time step of 0.03/K.)
While in the ﬁrst case it seems possible to take a decision by a unanimous
consent, in the second case — which is more realistic — it is far more favorable
to let a majority vote decide, as one notices a deadlock of extreme opinions for
K around 15. Total consensus can only be reached under much higher pressure
compared to the pressure needed for reaching a decision by a majority vote and
might require unreasonable concessions from all parties involved.
As an important distinction with other existing models (for an overview, see
(Hegselmann and Krause 2002)) we want to emphasize that the model (9.1) allows
the coexistence of several groups, each characterized by its own group opinion — as
Article submitted to Royal Society
Clustering in a network of agents 23
opposed to models focusing on total consensus or the coexistence of only two opin-
ions (such as in (Sznajd-Weron and Sznajd 2000)) — while still allowing analytical
exploration — as opposed to models for which the results rely on simulations (as
in (Deﬀuant et al. 2002)) or statistical methods (see e.g. (Bordogna and Albano
2007)).
We thank the anonymous referees for their constructive comments.
This paper presents research results of the Belgian Programme on Interuniversity
Attraction Poles, initiated by the Belgian Federal Science Policy Oﬃce. The scientiﬁc
responsibility rests with its authors.
During this research Filip De Smet was supported by a Ph.D. fellowship of the Research
Foundation - Flanders (FWO).
References
Aeyels, D. and De Smet, F.: 2007, A model for the dynamical process of cluster
formation, 7th IFAC Symposium on Nonlinear Control Systems (NOLCOS 2007),
pp. 260–264.
Aeyels, D. and De Smet, F.: 2008, A mathematical model for the dynamics of
clustering, Physica D: Nonlinear Phenomena 273(19), 2517–2530.
Aeyels, D. and Rogge, J. A.: 2004, Existence of partial entrainment and stability
of phase locking behavior of coupled oscillators, Progress of Theoretical Physics
112(6), 921–942.
Albert, R. and Baraba´si, A.-L.: 2002, Statistical mechanics of complex networks,
Reviews of Modern Physics 74(1), 47–97.
URL: http://dx.doi.org/10.1103/RevModPhys.74.47
Baraba´si, A.-L. and Albert, R.: 1999, Emergence of scaling in random networks,
Science 286(5439), 509–512.
Bordogna, C. M. and Albano, E. V.: 2007, Statistical methods applied to the study
of opinion formation models: a brief overview and results of a numerical study
of a model based on the social impact theory, Journal of Physics: Condensed
Matter 19(6), 065144 (16pp).
URL: http://stacks.iop.org/0953-8984/19/065144
Camazine, S., Deneubourg, J.-L., Franks, N. R., Sneyd, J., Theraulaz, G. and
Bonabeau, E.: 2003, Self-Organization in Biological Systems, Princeton Studies
in Complexity, Princeton University Press, 41 William Street, Princeton, New
Jersey 08540.
Cziro´k, A., Ben-Jacob, E., Cohen, I. and Vicsek, T.: 1996, Formation of complex
bacterial colonies via self-generated vortices, Physical Review E 54(2), 1791–1801.
Cziro´k, A. and Vicsek, T.: 2000, Collective behavior of interacting self-propelled
particles, Physica A: Statistical Mechanics and its Applications 281(1-4), 17–29.
URL: http://dx.doi.org/10.1016/S0378-4371(00)00013-3
De Smet, F. and Aeyels, D.: 2007, Partial entrainment in the ﬁnite Kuramoto-
Sakaguchi model, Physica D 234(2), 81–89.
Article submitted to Royal Society
24 F. De Smet and D. Aeyels
De Smet, F. and Aeyels, D.: 2008a, A ﬁrst order phase transition in a model for
clustering of multi-dimensional, attractive agents. In preparation.
De Smet, F. and Aeyels, D.: 2008b, A time-variant model for clustering. In prepa-
ration.
Deﬀuant, G., Amblard, F., Weisbuch, G. and Faure, T.: 2002, How can extremism
prevail? a study based on the relative agreement interaction model., Journal of
Artiﬁcial Societies and Social Simulation 5(4).
Gazi, V. and Passino, K. M.: 2003, Stability analysis of swarms, IEEE Transactions
on Automatic Control 48(4), 692–697.
Golomb, D., Hansel, D., Shraiman, B. and Sompolinsky, H.: 1992, Clustering in
globally coupled phase oscillators, Physical Review A 45(6), 3516–3530.
Gre´goire, G., Chate´, H. and Tu, Y.: 2003, Moving and staying together without a
leader, Physica D 181(3-4), 157–170.
URL: http://dx.doi.org/10.1016/S0167-2789(03)00102-7
Hegselmann, R. and Krause, U.: 2002, Opinion dynamics and bounded conﬁdence:
models, analysis and simulation, Journal of Artiﬁcial Societies and Social Simu-
lation 5(3).
Hong, H., Choi, M. Y. and Kim, B. J.: 2002, Synchronization on small-world net-
works, Physical Review E 65(2), 026139.
Jadbabaie, A., Motee, N. and Barahona, M.: 2004, On the stability of the Kuramoto
model of coupled nonlinear oscillators, Proceedings of the American Control Con-
ference (ACC 2004), Vol. 5, pp. 4296–4301.
Jin, E. M., Girvan, M. and Newman, M. E. J.: 2001, Structure of growing social
networks, Physical Review E 64(4), 046132.
Kuramoto, Y.: 1984, Cooperative dynamics of oscillator community, Supplement of
the Progress of Theoretical Physics 79, 223–240.
Li, X. and Chen, G.: 2003, Synchronization and desynchronization of complex dy-
namical networks: An engineering viewpoint, IEEE Transactions on Circuits and
Systems I 50(11), 1381–1390.
Maistrenko, Y., Popovych, O., Burylko, O. and Tass, P. A.: 2004, Mechanism of
desynchronization in the ﬁnite-dimensional Kuramoto model, Physical Review
Letters 93(8), 084102.
Manrubia, S. C., Mikhailov, A. S. and Zanette, D. H.: 2004, Emergence of Dynam-
ical Order: Synchronization Phenomena in Complex Systems, Vol. 2 of World
Scientiﬁc Lecture Notes in Complex Systems, World Scientiﬁc.
Mikhailov, A. S. and Zanette, D. H.: 1999, Noise-induced breakdown of coherent
collective motion in swarms, Physical Review E 60(4), 4571+.
URL: http://dx.doi.org/10.1103/PhysRevE.60.4571
Article submitted to Royal Society
Clustering in a network of agents 25
Mogilner, A., Edelstein-Keshet, L., Bent, L. and Spiros, A.: 2003, Mutual inter-
actions, potentials, and individual distance in a social aggregation, Journal of
Mathematical Biology 47, 353–389.
Morelli, L. G., Cerdeira, H. A. and Zanette, D. H.: 2005, Frequency clustering of
coupled phase oscillators on small-world networks, European Physical Journal B
43, 243–250.
Moreno, Y. and Pacheco, A. F.: 2004, Synchronization of Kuramoto oscillators in
scale-free networks, Europhysics Letters 68(4), 603–609.
Newman, M. E. J.: 2003, The structure and function of complex networks, SIAM
Review 45(2), 167–256.
URL: http://link.aip.org/link/?SIR/45/167/1
Okuda, K.: 1993, Variety and generality of clustering in globally coupled oscillators,
Physica D 63(3-4), 424–436.
Plapp, J. E.: 1968, Engineering Fluid Mechanics, Series in Engineering of the Phys-
ical Sciences, Prentice Hall.
Strogatz, S. H.: 2003, SYNC: The Emerging Science of Spontaneous Order, Hype-
rion Press, New York.
Sznajd-Weron, K. and Sznajd, J.: 2000, Opinion evolution in closed community,
International Journal of Modern Physics C 11(6), 1157–1165.
Tass, P.: 1997, Phase and frequency shifts in a population of phase oscillators,
Physical Review E 56(2), 2043–2060.
Vicsek, T., Cziro´k, A., Farkas, I. J. and Helbing, D.: 1999, Application of statistical
mechanics to collective motion in biology, Physica A 274(1–2), 182–189.
Watts, D. J. and Strogatz, S. H.: 1998, Collective dynamics of ‘small-world’ net-
works, Nature 393(6684), 440–442.
Zanette, D. H. and Mikhailov, A. S.: 2004, Dynamical clustering in oscillator en-
sembles with time-dependent interactions, Europhysics Letters 65(4), 465–471.
Article submitted to Royal Society
